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Comparison and quality analysis of total RNA extraction methods from

different tissues of Pyrus betulaefolia Bunge
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Abstract: [Objective] Aiming at the tissues of Pyrus betulaefolia Bunge are abundant in amylose, hy-
droxybenzene and other secondary metabolities, the study screened the method in order to obtain high-
quality RNA. [Methods]The different tissues(root, stem, leaf, flower and fruit) were used as the materi-
als, and the total RNA were extracted by Trizol method, the improved CTAB method and RNAprep Pure
Plant Kit method. The concentration and purity of the extracted RNA were analyzed by Agarose Gel
Electrophoresis and NanoDrop 2000. [Results] The total RNA can be extracted by the 3 methods, and
the bands of the total RNA extracted by RNAprep Pure Plant Kit method were clear. The purities were
2.07,2.02, 2.01, 2.01 and 2.02 respectively, and the concentrations were 186.2 ng- uL', 174.5 ng- pL"',
163.6 ng- pL"', 167.3 ng- L' and 121.1 ng- pL"' respectively. Additionally, the total RNA extracted by
RNAprep Pure Plant Kit method could be used for reverse transcription, and the amplification bands of
PbUBI gene were specific. [Conclusion]The RNAprep Pure Plant Kit method was suitable for different
tissues of Pyrus betulaefolia Bunge and laid the foundation for the further molecular biology research.
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Table 1 The concentrations and OD values of RNA
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J7i: HA RNA 5 £k ODs/ ODoge/
Method Tissue RNA concentration/(ng* pL") ODxo ODnxo
CTAB% e Root  256.3 1.89 1.22
CTAB method 2% Stem  273.1 1.85 1.43
i Leaf  239.8 1.89 1.21
1t Flower 216.6 1.82  1.54
B Fruit 1334 1.86 136
Trizol ¥ M Root  137.2 207 224
Trizol method 2% Stem  142.6 2.11 2.13
" Leaf  176.3 209 2.19
1t Flower 102.1 2.05 198
B Fruit 1132 2,13 191
A&k ¢ Root  186.2 207 2.08
Plant kit meth-2£ Stem  174.5 202 2.05
od W Leaf  163.6 201 2.13
1€ Flower 167.3 2.01 2.01
B Fruit 1211 2.02 198
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Fig. 2 Agarose gel electrophoresis of RNA extracted from different tissues of Pyrus betulaefolia Bunge by different methods
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