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Table 3.  

CCFI values for the three item indicators and full scale. 

 

 

 

 

 

 

 

 

Note: CCFI is a value between 0 (dimensional) and 1 (categorical). The greater the deviation 

of a CCFI score from .5, the stronger the result; when a CCFI score is between .4 and .6, 

results should be interpreted with some caution. 

 

 MAMBAC  MAXEIG L-MODE 

General population sample item 

indicators 
0.297 0.134 0.277 

Whole sample item indicators 0.591 0.201 0.357 

General population sample full 

scale 
0.171 0.081 0.187 

Whole sample full scale 0.327 0.122 0.234 


